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The Isolation of Yeast-Like-Symbiots in the Brown Planthopper and
the Sequences Analysis of Its 26S rDNA
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Abstract: [ Objective ]Yeast-like-symbiots (YLS) is the kind of symbionts exiting in the abdomen of brown planthopper (BPH),

isolated and identified the yeast-like-symbiots of the brown planthopper is very important for studying the virulence variation of the

BPH. [ Method] Two strains of YLS were isolationed from eggs of BPH ( Nilaparvata lugens Stal ), and which were identified to

species level with the 26S rDNA sequences. [Result] The results showed the cultured strains belongs to the Yarrowia lipolytica and

Sterigmatomyces halophilus. [ Conclusion] The symbiotes of BPH can be cultured in vitro and survived in artificial culture medium,
and the YLS are the complex and which are composed with several different yeasts.
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(Invitrogen A #)) ; KJ#FE (Eschesichia coli) TG1
ORI 5 R DNA $EEUAF & H bt
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B .
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o BRE 1. Bl 2 Prosiih R RIS AN, MR EWE
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A: BIETE: B: ARUWEE: C. B &i ks b gt AT 4 i i34 1
A: Characteristics of oval; B: Characteristics of irregular cycle; C: The budding of the YLS

B #BYEAMEARERNEERIRS
Fig. 1 Characteristics of the YLS of female adult of BPH

A: YLS-1 WHRIIER: B: YLS-2 WHRIIER, C: @ik bR«
A: Characteristics of the strains of YLS-1; B: Characteristics of the strains of YLS-2; C: Pseudohypha

B2 BEFEHLEERS
Fig. 2 Characteristics of the cultured strains
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2.4 DNA 73l LLE 9 # R R GE I B4 32
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M AR P A R A5 3L, R B G BE B A1) 26S
rDNA D1/D2 X7 () , SRR E 51
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At g Rl 4 fros, AR AR B YLS-1 3R
W REER 5 il 15 22 ¥ RF (Candida lipolytica) {7~ Hi%s
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2000
1500

1000

500

1~2: YLS-1 Wbk 3~4: YLS-2 Hkk: M: ¥pufEsrT4&
1-2: YLS-1; 3-4: YLS-2; M: Marker

[l 3 IEFREMR 26SrDNA ¥ B4R
Fig. 3 The results of PCR amplification for 26S rDNA

sequences

ISR C AR, YLS-2 JLAWERE TR 55 W8 b i 6 1% B)
( Sterigmatomyces halophilus) {7~ H BT 1) 55 % %
2, NG T REW FIFR WoRREFR R S CalE
P ILAE R K 26S rDNA D1/D2 X381 .2 84 BT IF 55

GR AR
AF189999
AY634278
APV406402
YLS-2
AY745716

AF189888
AF189893

AB124560

I_I_: AY313043
AY364839

| AF177410
ABI120219
—l_: AB200286

........ AY561260

I AY447018

AF335977
AY116080

I AY789654
AF267235
I'[ AF267237

325 T T T

AF267236

30 25 20

10 5 0

A EREXA Nucleotide substitutions (x100)

B4 RIEZERFIWEND T RER
Fig. 4 Phylogenetic relationships of YLS in BPH based on DNA sequences
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= E4 26SrDNA FHIEHMEE

Table List of the fungi whose 26SrDNA sequences were used for molecule phylogenetic analysis

5 No. %5 Accession No. 7322y Taxonomic status %5 No. 325 Accession No.  4r252% 1y Taxonomic status
1 AF335977 Yarrowia lipolytica 11 AF189888 Bensingtonia ingoldii
2 AY634278 Agaricostilbum hyphaenes 12 APU406402 Agaricostilbum pulcherrimum
3 AY789654 Candida hispaniensis 13 AF189893 Bensingtonia naganoensis
4 AY561260 Pichia falcaomoraisii 14 AB124560 Sporobolomyces diospyroris
5 AB120219 Candida krabiensis 15 AY313043 Sporobolomyces sp. TY-197
6 AY447018 Zygoascus hellenicus var. hellenicus 16 AY364839 Sporobolomyces clavatus
7 AY116080 Candida galli 17 AF177410 Kurtzmanomyces tardus
8 AB200286 Pichia thermomethanolica 18 AF267235 YLS of Laodelphax striatellus
9 AY745716 Sterigmatomyces halophilus 19 AF267236 YLS of Nilaparvata lugens

10 AF189999 Sterigmatomyces elviae 20 AF267237 YLS of Sogatella furcifera

3 b (53 B S AR &, BEACHG 2 H 6 AR A 2R B
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D1/D2 X 41 HEx IR ISR BT LA
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