B B % R Aca Emomologica Sinica, Tebruary 2002, 45 (1): 14-17 ISSN 0454-6296

R AR B 3 R 7 [ = R L A R
H ¥k, BEEE, Wk, Ak, FEX

(BREXREEGBEZREATIREFESLTRE, TE 2004330

HE: F PCR TESN T RE T ARG H Y 3 #8 CESSEER R BT  Wolbachin » HIEZ, RIVR CA Laodel-
phar sriatellus~ 38 CE Nilaparvata lugens~ FAE KB Sogatella furcifera HF TEREAEFEE, TR T HRDEE LR REE
E AR wsp HHEFAT TFFIE . A wsp B9 RFLP AMHTIESE X488 KAUA R R R R R IR . B9 TR L ER
B RS SRR EEE LEENRESR CATHam. LRMEFET bk 3 M EAMNE AL BEL ZRMIK
AREFTRCHRRR T . VR /R E T 4 AT BEl o K 7 27 A T R R B A RV R 1 1 4

EBEIR: RAREEMS: REE: BEE: OE R wp BEE: BE

HESES: Q933 CERARIAED: A XERS: 0454-6206 {2002) 01-0014-04

Infection of Wolbachia in three planthopper species in China
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Abstract: The infection of the bacterial symbionts Wolbachia in 3 planthoppers was detected by PCR method. Laodel-
phax striatellus » Nileparvata lugens and Sogatella furcifera were found to be infected with Wolbachia . The gene 1wsp-
encoding the outer membrane protein of the symbiotic bacteria, was cloned and sequenced. The RFLP analysis confirmed
that those planthoppers were infected with the single Wolbachia strain. The eytoplasmic incompatibility (CI) induced by
Wolbachia in Laodelphax striatellus and the distribution of Wolbachic in this insect from different regions were studied.
A parasitic wasp. Haplogonatopus apicalis» which can parasitize the planthoppers: was found to be infected with the

same Wolbachia . Wolbachia might transfer between different insect horizontally via this wasp.
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Fig. 1 Amplification of the usp gene fragment
M. T &% B molecular weight marker; 1. K KE (EFD L.
strintellus ( Beijingd: 2. WK E (LTI L. swiaellus { Lizoning);
3. K KA (TEY L. srimels (Ningdad: 4. K KE (POJIDL.
striatellus (Sichuand: 5. WK E (L) L. swigelius ( Shanghai);
6. KKE (Z@) L. sriaelus (Yionan); 7. 8 EE N, lugens:

8. HE KA 5. fircifaa: 9. MELER H. apicalis
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Fig. 2 RFLP analysis of the wsp gene fragment
M. 7 TEEE moleclar weight marker: 1. R EH (Em) L
striatelius (Beijingd: 2. WA (T T) L. swimellus ( Liaoning) :
3. RKE (I L. sriavellus (Sicdwand: 4, R EE (E8) L.
striatellus (Shanghaid: 5. R KEH (ZE) L. srimells ( Yornan);
6. BWEE N, lygens: 7. BH KA 5. furcifra: 8. WELEE
H. apicalis: 9. DSR
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Table 1 Wolbachia infection rates in L. striafellus from different regions

B ¥ Total movber Walt HRBEE (%) Rate of infecion S FHE (%)
K Region - - -

T by T by T by Total percentage
& Yuonan 25 25 23 19 92.0 76.0 84.0
£ Shanghai 25 25 23 20 92.0 80.0 86.0
JEZ Beijing 25 25 24 25 96.0 100 93.0
TH Ningsda 20 19 0 0 0 0 0
iT 7 Liaoning 2 21 21 20 95.5 95.2 95.3
P91 Sichuan 1 18 7 10 63.6 55.6 58.6
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Table 2 Cross experiments of L. striatellus

from different regions

F AR HRE
£ Wl 2 Wl
Number of F| larvae
=P Yunnan  + ¥ Shanghai  + 63
bR Beijiing  + 59
M) Sichuan  + 71
ILT Liaoning + 8
TE Ningda - 37
L Shanghai  + =F Yunnan  + 17
JEIR Beijing  + 78
ILT Liaoning + 47
TE Ningtdia - 29
1T Liaoning  + L8 Shanghai  + 59
=P Yuonan  + 29
¥ Shanghai -~ 39
M1 Sichuan - 51
JbIR Beijing  + ¥ Shanghai  + 15
ILT Liaoning  + 21
091 Sichuan ~ + il Liaoning + 61
Pl Sichuan ZW Yuman  + 0
iIZT Liaoning + 0
TE Ningkia - TE Ningda - 4
¥ Shanghai  + 0
ZF Yonnan  + 0
JbIR Beijing  + 0
ILT Liaoning + 0
Pl Sichuan -~ 23
Wol AiR/AR BTN AEIER, + A - A
Wal represents Wolbachia: + represents positive: — represents negative
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