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Abstract: An rice population consisting of 90 Fa lines from TN 1/Guiyigu w as enployed to analyze linkage betw een DNA
markers and a nev geneW bph6 (t) conferring resistance to the w hitebacked planthopper. U sing the mapping approach of
bulked extremes and recessive class, W bph6(t) wasmapped onto the short am of chromosome 11 of rice, with a genetic dis-
tance of 21 2 M to SS. P marker RM 167.
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Fig 1. Resistance segregation in the TN 1/Guiyigu Fs popu-
lation scored as the dead seedling percentage of Fs lines
infested with 1- 2 instar of S. f urcif era
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Fig 2. Cosegregation between S P marker RM 167 and the re-
sistance to w hitebacked planthopper in the TN 1/Guiyigu
population.
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Table 1 Genotypesat 3marker loci of 10 susceptible extrenes

Paternal genotype Heterozygote M aternal genotype

(Guiyigu) (TN 1)
RM 167 0 4 6
RM 287 1 4 4

RM 21 1 5 4
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Fig 3 Location of W bph6(t) on chromosome 11 of rice
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