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Abstract: An F; population was derived from the cross of the brown planthopper resistant line WB01, an introgression line of
common wild rice (Oryza rufipogon Griff. ) from Hainan Province, China and the susceptible indica cultivar 9311. The popu-
lation with 303 lines was genotyped using 141 simple sequence repeat (SSR) markers and used for gene mapping. Two soft-
wares, MapMaker/Exp 3.0 and Windows QTL Cartographer 2. 0 were applied to detect QTLs. Totally, two QTLs on chro-
mosomes 4 and 8 were detected. Each of these QTLs individually explained 11. 3% and 14. 9% of the phenotypic variations,

respectively.
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Table 1. Genetic analysis of brown planthopper resistance in the F,.;generation.
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Fig. 1. Distribution of brown planthopper resistance scales of the

303 lines of Fz,3 generation.
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Fig. 2. Electrophoresis of PCR products of RM261 on chromosome 4 for parents and partial individuals of F2 population.
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Fig. 3. Electrophoresis of PCR products of RM2655 on chromosome 8 for parents and partial individuals of F2 population.
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Table 2. Chromosomal locations of QTL for brown planthopper resistance.
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Fig. 4. Locations of two BPH-resistance QTLs bph22 (t) and

bph23 (1) on rice chromosomes 4 and 8.
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